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Information on nine recently proposed or established direct p53 target genes with mapped functional p53 REs that were confirmed as p53-responsive by qPCR (see Figure 5A ).
PDE2A
PDE2A is a cyclic nucleotide (cGMP and cAMP) phosphodiesterase that has been reported as potential marker of cancer treatments [1] and up-regulated in -catenin mutated adrenocortical carcinomas [2] . Inhibition of PDE2A activity in melanoma cells correlated with G2/M arrest [3] . A PDE2A splice variant was found capable to localize in mitochondria and to regulate respiration [4] .
GAS6
GAS6 is a ligand for tyrosine kinase TAM receptors, including AXL. Previously, GAS6
and other genes in a linkage cluster were found overexpressed in aggressive mammary tumors from a p53-null mouse model [5] . Further, high GAS6 expression was an adverse prognostic marker in adult AML patients [6] . High expression of CXCL12 and CXCR4, potentially involved in tumor metastasis [7] was associated with GAS6 expression.
However, activated TAM receptors can have both pro-and anti-inflammatory effects, depending on the cell type [8] . As for PDE2A, the physiological role of p53-dependent control of GAS6 expression need to be elucidated.
E2F7
E2F7 is an inhibitory member of the E2F family of transcription factor that does not contain a RB1 binding pocket [9] and can compensate for the loss of RB1 acting by repressing cell cycle progression. p53-dependent activation of E2F7 and a role in controlling proliferation and inducing senescence has been recently reported [10, 11] .
APOBEC3H
APOBEC3H belongs to the APOBEC3 family of DNA deaminases, with important role in antiviral defense and also in retro-transposon mobility. APOBEC3C but not 3H was recently discovered as an important mediator of hypermutability in somatic cancer via DNA editing [12] . A role for p53 in the inhibition of retroposition and in counteracting viral infection has been establish and the control of APOBEC3H expression could play an important role in this processes.
KCTD1
KCTD1 is a nuclear protein that functions as a transcriptional repressor. Very recently it was shown to enhance -catenin degradation, thus suppressing Wnt-mediated signaling [13] . As germline mutations in this gene have been associated with a form of ectodermal dyplasias [14] , it would be interesting to assess if KCTD1 can also be a direct target of the p63 transcription factor.
TRIM32
TRIM32 is an E3-ubiquitin ligase protein member of a family that plays a role in HIV infectivity [15] , but it has been linked to distinct phenotypes in cancer cells including promotion of apoptosis [16] and differentiation [17] . 
